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Overview of the project: Determination of the frequency of lysogenically infected prokaryotic cells (FLIC) in two contrasting marine environments: at early and final stages of bloom events caused by natural iron fertilization and at HNLC environments.

Data description

Parameters and methodology: Lysogeny was estimated with the virus dilution approach by using mitomycin C (SigmaChemical Co, No. M-0503, final concentration 1 µgml–1) as the inducing agent of the lytic cycle in lysogens (Weinbauer et al. 2002). Bacteria from 200 ml raw seawater were concentrated using a tangential flow system with a peristaltic pump (Watson-Marlow) equipped with a 0.2 µm cartridge (VIVAFLOW 50). To obtain virus-free seawater, the 0.2 µm pore-size ultrafiltrate was passed through a 100kDalton cartridge (VIVAFLOW 50). The bacterial concentrates were brought up to the original volume with virus-free seawater and incubated in dublicates (50ml) at in situ temperature for 24 hours. Subsamples (2ml) for viral abundance of each incubation were taken every 3-4 hours, fixed with glutaraldehyd (0.5% final concentration), incubated for 15-30 minutes at 4ºC, subsequently frozen in liquid nitrogen and stored at –80ºC. Viral particles were quantified by flowcytometry (Brussaard 2004). The difference in phage abundance between this treatment and the control without inducing agent is the number of induced phages, which is divided by the burst size to estimate the number of induced cells and thus FLC. FLC was calculated as

FLC = 100 x ([VMC – VC] / BS / B)

where VMC and VC is the maximum difference in viral abundance at corresponding time points in control and mitomycin C treatments, respectively. Calculations were performed for each replicate separately.

Sampling strategy: 2-3 depths (within and below the surface mixed layer) at the following stations to cover the centre and borders of each transect: A3, A11, C11, B11, B5 and B1. The main process stations A3 and was sampled twice.

Data file description: Frequency of lysogenically infected cells (%), column E.

Data availability: Burst sizes of infected cells will be measured by electron microscopy and FLC corrected with actual BS.
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