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Overview of the project: Determination of the concentration of dissolved organic carbon 

Data description

Parameters and methodology: For DOC analyses, raw seawater was filtered through combusted GF/F filters and 15 ml of the filtrate were immediately acidified with 30% phosphoric acid (pH 2). The DOC samples are stored in combusted teflon-capped glass vials in the dark at ambient temperature. Upon return to the laboratory, the DOC concentration will be determined using a Shimadzu TOC-5000 carbon analyzer (Benner and Strom 1993).

Sampling strategy: Samples for DOC were collected throughout the water column (10 m – bottom) at all stations during the KEOPS cruise.
Planning for data availability: The DOC data will be available in September 2005.

Data file description: Dissolved organic carbon (DOC), column number C

References: Benner, R., and M. Strom. 1993. A critical evaluation of the analytical blank associated with DOC measurements by high- temperature catalytic oxidation. Mar. Chem. 41: 153-160.
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Overview of the project: Determination of the abundance of heterotrophic prokaryotes above the Kerguelen plateau and in offshore waters 

Data description

Parameters and methodology: Subsamples (3 ml) were fixed with formaldehyde (2% final concentration), incubated for 30 min at room temperature and subsequently frozen in liquid nitrogen. Samples are stored at -80(C. Heterotrophic prokaryotic abundance will be determined back in the lab, using a FAC Scan flow cytometer. 

Sampling strategy: For high spatial resolution, all depths and stations were sampled for the abundance of heterotrophic prokaryotes.
Planning for data availability: The abundance of heterotrophic prokaryotes will be available in September 2005.

Data file description: Heterotrophic prokaryotes, column number D

References: 
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Overview of the project: Determination of the relative contribution of high nucleic acid containing cells to total heterotrophic prokaryotic abundance above the Kerguelen plateau and in offshore waters 

Data description

Parameters and methodology: Subsamples (3 ml) were fixed with formaldehyde (2% final concentration), incubated for 30 min at room temperature and subsequently frozen in liquid nitrogen. Samples are stored at -80(C. Heterotrophic prokaryotic cells with a high nucleic acid (HNA) content are distinguished from cells with a low nucleic acid (LNA) content according to their right-angle scatter (SSC, related to size). This analysis will be performed back in the lab, using a FAC Scan flow cytometer. 

Sampling strategy: For high spatial resolution, all depths and stations were sampled for the abundance of heterotrophic prokaryotes.
Planning for data availability: The abundance of heterotrophic prokaryotes will be available in September 2005.

Data file description: HNA heterotrophic prokaryotic cells column number E

References: Servais P., E.O. Casamayor, C. Courties, P. Catala, N. Parthuisot and P. Lebaron (2003) Activity and diversity of bacterial cells with high and low nucleic acid content. Aquat Microb Ecol: 33: 41-51.
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Overview of the project: Determination of the abundance of autotrophic prokaryotes above the Kerguelen plateau and in offshore waters 

Data description

Parameters and methodology: Subsamples (3 ml) were fixed with formaldehyde (2% final concentration), incubated for 30 min at room temperature and subsequently frozen in liquid nitrogen. Samples are stored at -80(C. The abundance of autotrophic prokaryotes will be determined back in the lab, using a FAC Scan flow cytometer. 

Sampling strategy: For high spatial resolution, all depths and stations were sampled for the abundance of autotrophic prokaryotes.
Planning for data availability: The abundance of autotrophic prokaryotes will be available in September 2005.

Data file description: Autotrophic prokaryotes, column number F
References: 
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Overview of the project: Determination of the abundance of picoeukaryotes above the Kerguelen plateau and in offshore waters 

Data description

Parameters and methodology: Subsamples (3 ml) were fixed with formaldehyde (2% final concentration), incubated for 30 min at room temperature and subsequently frozen in liquid nitrogen. Samples are stored at -80(C. Picoeukaryote abundance will be determined back in the lab, using a FAC Scan flow cytometer. 

Sampling strategy: For high spatial resolution, all depths and stations were sampled for the abundance of picoeukaryotes.
Planning for data availability: The abundance of picoeukaryotes will be available in September 2005.

Data file description: Picoeukaryotes, column number G

References: 
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Overview of the project: Determination of the abundance of nanoeukaryotes above the Kerguelen plateau and in offshore waters 

Data description

Parameters and methodology: Subsamples (3 ml) were fixed with formaldehyde (2% final concentration), incubated for 30 min at room temperature and subsequently frozen in liquid nitrogen. Samples are stored at -80(C. nanoeukaryote abundance will be determined back in the lab, using a FAC Scan flow cytometer. 

Sampling strategy: For high spatial resolution, all depths and stations were sampled for the abundance of nanoeukaryotes.
Planning for data availability: The abundance of nanoeukaryotes will be available in September 2005.

Data file description: Nanoeukaryotes, column number H
References: 
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Overview of the project: Determination of the activity of the major phylogenetic groups of heterotrophic prokaryotes in two contrasting marine environments in the Indian sector of the Southern Ocean

Data description

Parameters and methodology. To identify the major phylogenetic groups of heterotrophic prokaryotes responsible for protein synthesis, raw seawater (20-70 ml) was incubated with [3H]leucine (specific activity: 160 Ci mmol-1; final concentration 20 nM) for 3-6 h at in situ temperature. The samples were subsequently filtered onto 0.2 µm PC filters, dried on adsorbing paper and stored at -20(C. The filters will be processed back in the laboratory, by a combined approach of microautoradiography (MAR) and fluorescent in situ hybridization (FISH). Specific probes will be applied to identify the major phylogenetic groups of heterotrophic prokaryotes using FISH.

Sampling strategy: For this approach, four depth layers (3 in the surface mixed layer, one below the surface mixed layer) were chosen at the main process Stations A3, C11 and B5 and at Stations A11, B1/B11 and C5.
Planning for data availability: The priority MAR-FISH data (A3 and C11) will be available in September 2005, the remaining filters will be analyzed by June 2006.

Data file description: Microautoradiographie and Fluorescent In situ Hybridization (MAR-FISH), column number I
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Overview of the project: Identification of the major phylogenetic groups of heterotrophic prokaryotes in two contrasting marine environments in the Indian sector of the Southern Ocean

Data description

Parameters and methodology. Raw seawater (200 – 400 ml) was filtered onto 0.2 µm PC filters and the filters were subsequently embedded in 2% formaldehyde for 24 h. Then, the filters were rinsed with Milli-Q water, dried on absorbing paper and stored at -20(C. Specific probes of the major phylogenetic groups of heterotrophic prokaryotes will be used to perform fluorescent in situ hybridization (FISH). 

Sampling strategy: Four depth layers (3 in the surface mixed layer, one below the surface mixed layer) were sampled at the main process Stations A3, C11 and B5 and at Stations A11, B1/B11 and C5.
Planning for data availability: The priority FISH data (A3 and C11) will be available in September 2005, the remaining filters will be analyzed by June 2006.

Data file description: Fluorescent In situ Hybridization (FISH), column number J
Project Title: Bacterial community structure
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Overview of the project: Comparison of the bacterial community structure between two contrasting marine environments in the Indian sector of the Southern Ocean

Data description

Parameters and methodology. Raw seawater was pre-filtered through 3 µm or 0.8 µm PC filters and the filtrates (0.1-0.5 L) were subsequently filtered onto 0.2 µm PC filters. The filters were immediately frozen in liquid nitrogen and they are stored at -80(C until analyzed. Back in the lab, bacterial community structure will be determined by single strain conformation polymorphism (SSCP) on DNA extracted from the PC filters.

Sampling strategy: Four depth layers (3 in the surface mixed layer, one below the surface mixed layer) were sampled at the main process Stations A3, C11 and B5 and at Stations A11, B1/B11 and C5.
Planning for data availability: The priority SSCP data (A3 and C11) will be available in September 2005, the remaining filters will be analyzed by June 2006.

Data file description: Single Strain Conformation Polymorphism (SSCP), column number K 
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Overview of the project: Phylogenetic description of heterotrophic prokaryotes at two contrasting sites in the Indian sector of the Southern Ocean

Data description

Parameters and methodology. Raw seawater was pre-filtered through 3 µm or 0.8 µm PC filters and the filtrates (6-8 L) were subsequently filtered onto 0.2 µm filter cartridges. The filters were immediately frozen in liquid nitrogen and they are stored at -80(C until analyzed. Back in the lab, the DNA collected on the filter cartridges will be extracted and sequenced.

Sampling strategy: Four depth layers (3 in the surface mixed layer, one below the surface mixed layer) were sampled at the main process Stations A3, C11 and B5 and at Stations A11, B1/B11 and C5.
Planning for data availability: The priority data (A3 and C11) will be available in September 2005, the remaining filter cartridges will be analyzed by June 2006.

Data file description: Clone libraries, column number L
References: 
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Overview of the project: Determination of the bacterial growth efficiency at two contrasting sites in the Indian sector of the Southern Ocean.

Data description

Parameters and methodology. Respiration rates were determined in dark incubations of 0.8-µm filtered seawater in 120-ml biological oxygen demand (BOD) bottles. Respiration measurements were performed in quadruplicate in the dark at in situ temperatures (± 1°C). The BOD bottles were incubated for 24 h. The respiration rate was calculated as the difference between initial and final concentrations of dissolved oxygen. The concentration of dissolved oxygen was determined by Winkler titration of whole bottles using spectrophotometric end-point detection.

To determine bacterial growth efficiency, bacterial production was measured on 0.8 µm filtered seawater at the beginning and at the end of the incubation of the bacterial respiration measurement. 

Bacterial production was measured by [3H]leucine (specific activity: 160 Ci mmol-1; final concentration 20 nM) incorporation. Samples (1.5 ml) were incubated in duplicate with 1 blank at in situ temperature in the dark; blanks were fixed with trichloracetic acid (TCA, final conc. 6%). Following an incubation time of 2-3h, the samples were fixed with TCA, treated and radioasayed using a liquid scintillation counter abord.

Sampling strategy: Bacterial growth efficiency was measured at 4 depth layers in the upper 100 m at the main process Stations A3, C11 and B5.
Planning for data availability: The results of the bacterial growth efficiency will be available in September 2005. 

Data file description: Bacterial growth efficiency (BGE), column number M
References: 

