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	1. PARAMETRES CONCERNES  
	PARAMETERS


	Mode d’échantillonnage
	No parametre 
	nom parametre
	Status : [non] valid 

	Sampling
	parameter number 
	name of the parameter
	Status  : [not]  valid

	Rosette
	562
	Heterotrophic prokaryotic clone library and sequencing
	

	Rosette
	563
	Bacterial major phylogenetic groups
	

	Rosette
	564
	AAP abundance
	

	Rosette
	565
	AAP fluorescence
	

	Rosette
	599
	Cultures approach
	

	Rosette
	600
	Heterotrophic prokaryotic community structure SSCP
	


	2. PROJET  ETUDE 
	PROJECT TITLE


Spatial and vertical distribution of aerobic anoxygenic phototrophic (AAP) bacteria along a longitudinal gradient of oligotrophic conditions.
	3. RESPONSABLE SCIENTIFIQUE 
	PRINCIPAL INVESTIGATOR


	Nom /

name
	adresse / 

address
	téléphone / phone number
	fax /

fax number
	adresse mél /

email address

	Lamy
	University of Vienna, Department of Marine Biology
	+43(0)1 4277 57 108
	+43(0)1 4277 9571
	dominique.lamy@nioz.nl; lamyd2@univie.ac.at

	
	
	
	
	


	4. BREVE DESCRIPTION DU PROJET 
	BRIEF DESCRIPTION OF PROJECT


Aerobic anoxygenic phototrophic (AAnP) bacteria are photoheterotrophic prokaryotes able to combine light and dissolved organic matter as energy sources. They are widely distributed in various marine environments and play an important role in carbon cycling. However, more data on the abundance and distribution of AAnP bacteria are needed to better understand links between the trophic status of water masses and photoheterotrophy. AAP bacteria remain clearly undersampled in several areas, especially in oligotrophic environments, which represent 60% of the ocean. The Mediterranean Sea exhibits the main characteristics of contrasted environments of oligotrophic oceans, and represents a case study for the ecology and dynamics of AAnP bacteria. The objective of the present study was to (i) determine the vertical and spatial distribution of AAnP bacteria in the Mediterranean Sea, (ii) determine their relative importance and potential controlling factors along a longitudinal gradient of oligotrophic conditions and (iii) assess their contribution to the major biogeochemical cycles.
	5. DESCRIPTION DES PARAMETRES
	PARAMETERS DESCRIPTION

	
	


5.1. Ce qui a été mesuré et comment  (méthode analytique et/ou références )/ 

      What did you measure and how did you do it (include references for analytical methods)?  

Abundance of AAPB was measured by infra-red microscopy (Cottrell et al., 2006).
AAP fluorescence (BChl a signal) was measured using an IR kinetic fluorometer (Koblížek et al., 2005)

The bacterial major groups will be estimated through Catalyzed Reporter Deposition-Fluorescence in situ Hybridisation (CARD-FISH) following Pernthaler et al. (2002)
The heterotrophic prokaryotic community structure will be estimated through clone library and sequencing following the procedures described in West et al. (2001), and capillary electrophoresis – single strand conformation polymorphism (CE-SSCP, Ghiglione et al., 2005)
5.2. Stratégie d'échantillonnage / 
AAP fluorescence :

8 short stations = 1, 5, 9, 13, 17, 21, 25, 27 ; 3 long stations = A, B, C

6 to 8 depths (5m, 25m, 50m, 75m, DCM+, DCM, DCM-, 150m)

Measurement of total fluorescence and size-fractionation at depths where the IR fluorescence was maximal
AAP abundance

8 short stations = 1, 5, 9, 13, 17, 21, 25, 27 ; 3 long stations = A, B, C

6 depths (5m, 50m, DCM+, DCM, DCM-, 150m) in duplicates

size-fractionation (in duplicates) at depths where the IR fluorescence was maximal at each long stations and short stations from 13 to 27

Heterotrophic prokaryotic community structure

7 short stations = 1, 5, 9, 13, 17, 21, 25 ; 3 long stations (A, B, C)

6 depths = 5m ; 50m ; DCM+ ; DCM ; DCM- ; 150m in duplicates
Size-fractionation at each station and each depth (one replicate at short stations and in duplicates at long stations)
Molecular biology on sorted samples:

7 short stations = 1, 5, 9, 13, 17, 21, 25 ; 3 long stations = A, B, C

4 depths (surface ; DCM+ ; DCM ; 150 m)

Bacterial major groups (FISH samples)
7 short stations = 1, 5, 9, 13, 17, 21, 25 ; 3 long stations (A, B, C)

6 depths = 5m ; 50m ; DCM+ ; DCM ; DCM- ; 150m (in duplicates)
Size-fractionation (in duplicates) at each long station at depths where the IR fluorescence was maximal.
Cultures approaches
Petri-dishes :
Station B = 6 depths (5m, 75m, DCM+, DCM, DCM-, 1 niveau profond = 1000m)

Station C = 7 depths (5m, 50m, DCM+, DCM, DCM-, 200m, 1 niveau profond = 1000m)

3 culture media; isolation at N, N-1 & N-2 in duplicates

At depth when the IR fluorescence was maximal : pre-filtration and isolation on 3 culture media at N, N-1 & N-2 in duplicates

Station A = 3 depths (5m, 75m = max AAP, 1000m) ; 3 culture media; isolation at N, N-1 & N-2 in duplicates

Dilution cultures :

Stations B & C = 5 depths (surface ; DCM ; max AAP ; 200 m ; 1000m) ; 3 micro-plaques per depth = 1 – 5 cells per well ; 10 – 50 cells per well; 100 – 500 cells per well
Station A = 3 depths (surface, max AAP = 75m, 1000m) ; 3 micro-plaques per depth = 1 – 5 cells per well ; 10 – 50 cells per well; 100 – 500 cells per well
Décrire quels types de données sont nécessaires pour vous compléter votre propre jeu de données avant envoi à la base de données, et estimer le délai avant la disponibilité de vos données pour la base de données / 
Size-fractionation fluorescence = November 2009

Cultural approaches = december 2009; dilution cultures still growing
Molecular-based samples still needed to be planed

5.3. Estimations des erreurs, précision, sensibilité des données /
 
 Error estimates, precision and accuracy of the data

……………

	6. FICHIERS 
	FILES


6.1. Nom de fichier de données /
boum_AAP_564_565_NOT VALID_lamy_2009-10-12 (AAP abundance and fluorescence)
6.2. Explication des têtes de colonne, des unités et des abréviations utilisées dans le fichier de données / 
AAP abundance (x104 cell mL-1) measured through IR microscopy

Bchla signal (mV) measured through IR fluorometry

Other columns = Station, CTD number, Niskin bottle number, depth (m)
	7. RESULTATS PRELIMINAIRES 
	RESULTS


The AAnPs were comprised between 0.03 to 4 x 104 cell mL-1, accounting for 0.1 to 4% of the total bacterial abundance. The AAnPs distribution followed a longitudinal gradient, not directly linked to the gradient of oligotrophy, with increasing abundance from the eastern to the western part of the Mediterranean Sea. The AAP bacteria abundance and fluorescence tightly followed the evolution pattern of total bacterial abundance. BChl a signal and AAP counts correlated with depth. The maximum of AAP was generally observed at the DCM or just above the DCM.
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