Dataset name: Active prokaryotes diversity and activity rates

	Parameters:
	· Abundance of active cells
· Thymidine uptake
· Méthionine uptake



PROJECT TITLE: MOBYDICK
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OPERATIONS
Sampling device(s)
Water samples were collected from the rosette bottles.
List of stations sampled
Table 1 : Details of sampled stations, casts, and number of samples collected for the different parameters (see text § 3 below for acronyms)
	Station
	Cast
	BrdU
	Bulk Thy/Met
	Micro-CARD-FISH
	Click-FISH
	Resp. cells
	SAGS

	M2_1
	5
	6
	3
	3
	6
	6
	6

	M4_1
	17
	5
	3
	3
	5
	5
	5

	M4_1
	18
	2
	2
	2
	2
	2
	2

	M3
	26
	9
	3
	3
	9
	9
	9

	M2_2
	29
	7
	3
	3
	7
	7
	7

	M1
	35
	8
	3
	3
	8
	8
	8

	M4_2
	44
	8
	5
	5
	8
	8
	8

	M2_3
	52
	9
	3
	3
	9
	3
	9

	M3_3
	57
	8
	3
	3
	8
	2
	8



INSTRUMENTS
Instrument Type:	Liquid scintillation counter TRICARB 2100
Manufacturer:	Perkin Elmer
Model:	Tri-Carb® 2100TR
Instrument Features / Calibration: N/A
Instrument Type:	Flow cytometer
Manufacturer:	Becton Dickinson
Model:	FACSAria II
Instrument Features / Calibration: N/A
DESCRIPTION of PARAMETERS
Measurement details
Active bacterial and archaeal community composition and metabolic potential will be analyzed based on the incorporation of Bromodeoxyuridine (BrdU, an analog of thymidine) into the DNA of dividing cells (Hamasaki et al., 2007), bacterial reductase activity, uptake of 3H-labeled thymidine and methionine and of fluorescent analogs of thymidine and methionine after click-chemistry reaction (Samo et al., 2014). Additionally, single cell amplified genomes (SAGs) will be sequenced at Bigelow Laboratory Single Cell Genomics Center (Stepanauskas & Sieracki, 2007).
Analytical procedure
Next generation sequencing will be performed on the 16S rRNA gene and at the metagenome level on BrdU-labeled (Hamasaki et al., 2007). MICRO-CARD-FISH samples will be processed in the lab will (Sintes & Herndl, 2006). Microscopic evaluation following click-chemistry of methionine and thymidine analogs will be conducted at the home laboratory (Samo et al., 2014). Respiring prokaryotes will be analyzed by flow cytometry at the home lab.
Units
· Abundance of active cells	cells mL-1
· Thymidine uptake	nmol Thymidine L-1 h-1
· Méthionine uptake	nmol Methionine L-1 h-1
Sensor precision
[bookmark: _GoBack]N/A
Post-cruise data analysis/treatment required
N/A
Estimated Date of Delivery
16S rRNA gene sequencing:	2–3 years after cruise end,
MICRO-CARD-FISH:	1–2 years after cruise end,
microscopical analyses:	1–2 years after cruise end,
Flow cytometry:	1 years after cruise end.
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