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OPERATIONS
Sampling device(s)
Water samples were collected from the Niskin bottles in the uppermost surface water layer (10m or 15m).
List of stations sampled
M2_1 (CTD-09), M4_1 (CTD-11), M3 (CTD-21), M2_2 (CTD-27), M1 (CTD-36), M4_2 (CTD-46), M2_3 (CTD-49), and M3_3 (CTD-58).

INSTRUMENTS
Instrument Type:	Peristaltic pump
Manufacturer:	Cole Parmer
Model:	Masterflex L/S Easy-Load II
Instrument Features / Calibration: N/A
DESCRIPTION of PARAMETERS
Measurement details
10 L of seawater (in triplicates) were prefiltered through a 0.8 µm polycarbonate filter (142 mm) and then onto a 0.2 µm Supor plus membrane (142 mm).
Analytical procedure
The Supor filters were stored in RNA-later at –80°C. For RNA extraction, frozen filters will be vortexed with PowerSoil beads (MOBIO, Carlbad, CA, USA) in 2 ml RTL buffer (Qiagen, Valencia, CA, USA), and then processed following the instructions of the RNAeasy Kit (Qiagen, Valencia, CA, USA). DNA will be removed from the extracted RNA using the turboDNAse RNA (Applied Biosystems, Austin, TX, USA).  All further steps (rRNA depletion, library preparation and sequencing) will be done at the sequencing company Fasteris. 
Units
[bookmark: _GoBack]N/A
Sensor precision
N/A
Post-cruise data analysis/treatment required
N/A
Estimated Date of Delivery
End of 2018.
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