
FICHE  META_INFORMATION_PARAMETRES

(à remplir par le responsable du paramètre)

1. Nom du DATASET / Data SET NAME

Data set Name (list of the measured parameters): 
Highly branched isoprenoid (HBI) lipid biomarkers from benthic fauna and sediments samples from Baffin Bay, 2016
2. PROJET-ETUDE / PROJECT TITLE

Campaign  NAME :   GreenEdge – AMUNDSEN – 2016
LEG :  1
Date begin : June 3rd 2016
Date end :  July 14th  2016

Chief Scientist: Marcel Babin / Jean-Eric Tremblay
Address :

Université Laval - UMI Takuvik

1045 avenue de la médecine

Québec, QC, G1V0A6, Canada




OPERATION (if Relevant)

Sampling method :  Agassiz trawl and Box core
Station number-Cast number :  G-107, G-204, G-300, G-306b, G-309, G-418, G-503, G-507, G-512, G-615, G-703, G-707
Operation code :

3. RESPONSABLE SCIENTIFIQUE du paramètre / PI of the parameter


4. DATASET contact 

idem
5. INFORMATION GEOGRAPHIQUES / GEOGRAPHIC INFORMATION

Predefined site (if relevant):  Baffin Bay
Location: 
LATITUDE:  56 to 64 degrees West 
LONGITUDE   68 to 70 degrees North
6. DESCRIPTION DES INSTRUMENTS / INSTRUMENTS DESCRIPTION (if Relevant) 

Instrument Type: Gas chromatography–mass spectrometry (GC–MS)
Manufacturer:  
Model: 
Instrument Features / Calibration:

7. DESCRIPTION DES PARAMETRES / PARAMETERS DESCRIPTION

7.1. Ce qui a été collecté, mesuré et comment / How was the parameter collected and measured (include references for analytical methods)?  

Sampling: Epibenthic fauna were collected at 12 stations using an Agassiz trawl with an opening of 1.5 m and a net mesh size of 40 mm. Box core (0.125 m2) sampling was undertaken to collect surface sediment samples (upper 1 cm) at 17 stations. 
Analytical procedure : Extraction of HBI lipids was carried out on Benthic fauna samples, and sediment as described previously Brown et al. (2017), and the subsequent analysis of purified non-polar extracts containing HBIs was carried out using gas chromatography–mass spectrometry (GC–MS) techniques according to Belt et al. (2012). The data were obtained and analyzed using the Agilent ChemStation software according to Belt et al. (2012).
Units: µg g-1
Sensor Precision:

7.2. Décrire quels types de données sont nécessaires pour vous compléter votre propre jeu de données avant envoi à la base de données, et estimer le délai avant la disponibilité de vos données pour la base de données / Post-cruise data analysis/treatment required, and the time frame for this

Estimated Date of Delivery : 
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